
Supplemental TABLE S1. Oligonucleotide primers used in this study 

Purpose Designation Primer  Sequence (5' to 3') * 

Construction of 

recombinant protein 

   

 GdpP  121914-truncated-F-

Bam 

 

012814-2140-R-Sal 

AAGGATCCACGAAAGAAGA

TGGTGAATTTG 

AAGTCGACTTAAGCTTCCTC

GTTTCCTG 

 DhhP  040714-1297-F-Bam  

 

040714-1297-R-Sal 

AAGGATCCACTGCTTTTAAA

ACTATTCTAGCTAAAAT 

AAGTCGACTTTTAGCAGATTT

TTTAATTCCTGA 

Construction of mutant 

strain 

 

   

 IFDC2 cassette IFDC2-F 

IFDC2-R 

CCGAGCAACAATAACACTC 

GAAGCTGTCAGTAGTATACC 

 

 

 

Upstream region 

for gdpP-Int 

102615-2140ko-F1-

Infu 

 

090715-2140KO-R1-

IFDC2 

CTCTAGAACTAGTGGATCCAC

CTTATCGTTTACTAACATCGC 

GAGTGTTATTGTTGCTCGGTTA

ACAGTGGTGAATCTGGAA 

 Downstream region 

for gdpP-Int 

090715-2140ko-F2-

IFDC2 

GGTATACTACTGACAGCTTCA

AGCCCGCAAACTCTTATTAG 



102615-2140kO-R2-

Infu 

CCCCCCCTCGAGGTCGACACG

ATGAGCATATTTATAAAAATCT

TC 

 Upstream region 

for gdpP 

102615-2140ko-F1-

Infu 

 

090715-2140ko2-R2 

CTCTAGAACTAGTGGATCCAC

CTTATCGTTTACTAACATCGC 

ATAACTTTCATCTTATATCTAA

ACCTCTTAAGCCCTAATTATAT

C 

 Downstream region 

for gdpP 

090715-2140ko2-F2 

 

102615-2140kO-R2-

Infu 

TAAGAGGTTTAGATATAAGAT

GAAAGTTATTTTTTTAGCAGAT 

CCCCCCCTCGAGGTCGACACG

ATGAGCATATTTATAAAAATCT

TC 

 Upstream region 

for dhhP-Int 

 

100615-1297-F1-InFu 

 

090715-1297KO-R1-

IFDC2 

CTCTAGAACTAGTGGATCCTT

CTGATTTTGTTGCCATTAAC 

GAGTGTTATTGTTGCTCGGAC

CTGACTGCCTAATGCGTCAGG

GTCTG 

 Downstream region 

for dhhP-Int  

090715-1297KO-F2-

IFDC2 

100615-1297-R2-InFu 

GGTATACTACTGACAGCTTCC

GGCCATCCATTAGCAAGTGGT

GC 

CCCCCCCTCGAGGTCGACTGA

TGGACAAATTGCCAGT 



 Upstream region 

for dhhP 

 

100615-1297-F1-InFu 

 

090715-1297ko2-R2 

CTCTAGAACTAGTGGATCCTT

CTGATTTTGTTGCCATTAAC 

AGTTTTTTATACTAAAATTCCT

CAATTCATTTTTTTACA 

 Downstream region 

for dhhP 

090715-1297ko2-F2 

 

100615-1297-R2-InFu 

TTGAGGAATTTTAGTATAAAA

AACTTGTCAGTCGTCA 

CCCCCCCTCGAGGTCGACTGA

TGGACAAATTGCCAGT 

Construction of 

complemented strains 

   

 gdpP 022618-RBS-2140-

Bam 

 

ATCTGCGGCCGCCTAGGATCC-

TAGGGCTTAAGAGGTTTAGAT

AATGAAAA 

  022618-2140-Nco CCGGAGAATTCCATGG-

TTAAGCTTCCTCGTTTCCTGTA

AA 

 dhhP 022618-RBS-1297-

Bam 

ATCTGCGGCCGCCTAGGATCC-

TGAATTGAGGAATTTATGACT

GCTTTTAA 

  022618-1297-Nco CCGGAGAATTCCATGG-

CTATTTTAGCAGATTTTTTAATT

CCTGATAAATG 

* Bold nucleotides indicate restriction endonuclease sites incorporated to facilitate cloning. Underlined 

nucleotides indicate an overlapping region of the IFDC2 cassette, pMCL200, or pJY.  


